Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Anne Corrigan 

Timestamp: [year=2008; month=2; day=15; hr=12; min=18; sec=18; ms=279; ] 



Reviewer Comments: 
<400> 3 

Met Ala Ser Pro Arg Glu Leu Thr Gin Asn Pro Leu Lys Lys lie 
15 10 15 

Trp Met Pro Tyr Ser Asn Gly Arg Pro Ala Leu His Ala Cys Gin 



Please remove the blank line between the amino acids and the: 
respective numbers above. This error appears in subsequent i 
sequences. Also, please remove the blank lines between rows 
nucleotides (this appears in subsequent sequences) . 



(end of Sequence 86) 

ttttatttta tttatttttt gatggagtct tgcactccag cctggtgaca gact 1914 



PF-1506 PCT 
1/94 

WASH_1695548.1 

Please remove the above three lines of text, which appear at the end of 
the submitted file. 



i By CRFValidator 
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.des SEQI 



Input Set : 



Output Set : 



Started: 
Finished: 



Total Warnings : 
Total Errors 
i. of SeqIDs Defined: 
Actual SeqID Count 
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Error Description 

Empty lines found between the amino acid numbe 
No. of Bases conflict, this line has no nuclec 
Empty lines found between the amino acid numbs 
No. of Bases conflict, this line has no nuclec 
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SEQID (86) PCS ( 



Input Set : 



Output Set : 



Started: 
Finished: 



Total Warnings : 
Total Errors 
No. of SeqIDs Defined: 
Actual SeqID Count 
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86 



Error Description 

Upper case found in data; Fc 
Upper case found in data; Fc 
Upper case found in data; Fc 
:ase found in data; Fc 
undefined lettercode; 
undefined lettercode; 
undefined lettercode; 
undefined lettercode; 
undefined lettercode; 
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